Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.003 Å; disorder in solvent or counterion; R factor = 0.052; wR factor = 0.158; data-toparameter ratio = 13.1.
Related literature

Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ) . (Siji et al., 2010) and exhibit a wide range of bioactivities including anticancer (Afrasiabi et al., 2005) and antiviral properties. Some of them are found to exhibit anticonvulsant activity with less neurotoxicity (Alam et al., 2010) .
The compound crystallizes in monoclinic P2 1 /c space group. The molecule exists in the E configuration with respect to C7=N1 bond (Sithambaresan and Kurup, 2011) which is confirmed by the torsion angle of -179.56 (15)° of N2-N1-C7 -C6 moiety (Fig. 1) . The torsion angle value of -3.9 (3)° corresponding to N1-N2-C8-O3 moiety supports the cis configuration of the O3 atom with respect to the nitrogen atom N1. Also the torsion angles of -1.6 (3)° and -1.2 (3)° for O1-C1-C6-C7 and C1-C6-C7-N1 moieties respectively confirm the cis configuration of phenolic oxygen O1 and azomethine nitrogen N1 and it favors intramolecular hydrogen bonding between N1 and H attached to O1. et al., 2007) . The N1-N2 and N2-C8 bond distances of 1.364 (2) Å and 1.377 (2) Å respectively are greater than that for a double bond and less than that for a single bond which indicate appreciable delocalization of π-electron density over the semicarbazone chain (Reena & Kurup, 2010 
The dimethylformamide solvent molecule is disordered with site occupancies of 0.684 (3) and 0.316 (3). (Table 1) . A prominent π···π interaction is observed with a centroid-centroid distance of 3.6561 (13) Å between the Cg1 ii rings of two molecules. Other short ring interactions are weak as they correspond to a distance greater than 4 Å. Two types of C-H···π interactions with H···π distances of 3.3114 and 3.3197 Å are also present in the crystal system.
The title compound was prepared by adapting a reported procedure (Sreekanth et al., 2004) . the solution colorless crystals were separated out. Single crystals suitable for X-ray diffraction studies were obtained by slow evaporation of its solution in a 1:1 mixture of methanol and DMF.
Refinement
All H atoms on C were placed in calculated positions, guided by difference maps, with C-H bond distances 0.93-0.97 Å.
H atoms were assigned as U iso =1.2Ueq (1.5 for Me). N2-H2′, N3-H3′ and O1-H1 H atoms were located from difference maps and restrained using DFIX instructions. All the C, N and O atoms of the dimethylformamide molecule are disordered over two sites A and B with relative occupancies of 0.637 (4) and 0.363 (4) respectively.. The molecular structure of the title compound, showing the disordered DMF solvent molecule.
Computing details
Figure 2
A view of the unit cell along c axis.
(2E)-2-[(2-Hydroxy-4-methoxyphenyl)(phenyl)methylidene]-N-phenylhydrazinecarboxamide dimethylformamide monosolvate
Crystal data Special details Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (
